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hsa—miR-106b-5p A= ESR1 RiEX A HMEEEEEETEMNEX

Bo#? aEAT AR, mL e B R R
(HEMR PR BE LIS )2 2T 2 5 2. 00 IS o 5 ) e R 2 T80 T S0 3 5 3. I PR R 22 ¢ 2020 4, 20 IR 233030)

BE. BHoY MHEYEBFITE, 40T hsa-miR-106b-5p 4% ESR1 7E T 41 ( hepatocellular carcinoma, HCC) F ]
TR BHAAFBUR X, T7ik M BART Hl StarBase UHs 6% GSE108724 i i 9225+ miRNAs i H 5 HCC [ A7 1
Ja BY3E 2 A TargetScan 1 MetaScape 085 253 HT miRNAs AY#TEL R K H: GO 1 KEGG & 84T, 3+ FIH String FL4E 12N Cy-
toscape KPR HEHL L g HUB £ P9 % HUB 2 R BEA TAE A7 S 20 BT B 5 miRNAs BY45 637 15 73T 5 38 3 s PR 54 et
HUB £ 75 HCC HH g KU NS IF A C—index AHERTZE(CC) (PRFEHMZ ST (DCA) LI ROC i %t B A /47 1
#r, BR  HIEFH] 5 P2 miRNAs, {{ hsa-miR—-106b-5p %f HCC B E1EHUG A B 5 X ;hsa-miR-106b-5p FIEEL A
644 1>, H KEGG TZ W ETE Rapl {5 Tl MAPK 5 518 B RVRRAE 5 58 b ; GO Dy fE 2w SR 1R 85 1532 1A 2 1 i PR L
i Ras GTPase 25 & ISR AL 45 45 1 s HUB 6D X ESR1 7 HCC *PIRER I, I X HCC IBH 19 A A7 BUG A & 73, H
ESR1 mRNA 3’ UTR H#5 hsa-miR-106b—5p %56 ; Logistic [HIH 4347 & BUARFRIA Y ESR1 & HCC f8 35 A= £ 10 A2l 57 fE B
PRI 2R 5 EL A A g XS TS R B AT B R M A 25t . %518 hsa-miR—106b~5p 45 ESR1 il H7E HCC ik, H
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Significance of hsa-miR-106b-5p on the survival and prognosis in patients with hepatocellular carcinoma
by regulating the ESR1 expression
LU Jin et al
( Department of Human Anatomy ,Bengbu Medical College ,Bengbu 233000, China )

Abstract: Objective To analyze the significance of hsa—miR—106b—5p on the survival and prognosis in patients with hepato-
cellular carcinoma (HCC) through regulating the ESR1 expression by using the bioinformatics methods.Methods The BART and Star-
Base databases were used to screen the differential miRNAs of the GSE108724 and their relationship with the survival prognosis of HCC
patients.The TargetScan and MetaScape databases were used to analyze the target genes of miRNAs and their GO and KEGG enrichment
analysis , and the String database and Cytoscape software were used to screen the HUB gene of the target gene.The survival and prognosis
of the HUB gene and its binding site with miRNAs were analyzed. A risk prediction model of the HUB genes was constructed in HCC pa-
tients through clinical data,and the C—index, Calibration Curve ,Decision Curve Analysis and ROC Curve were used to evaluate the pre-
diction model.Results A total of 5 differential miRNAs were obtained.Only hsa—miR—106b—5p had significance for the survival and
prognosis of HCC patients. Hsa—miR—106b—5p had 644 target genes,and its KEGG was mainly enriched in Rapl signaling pathway,
MAPK signaling pathway and cancer signaling pathway.GO functions were mainly enriched in transmembrane receptor protein tyrosine
kinase,Ras GTPase binding and catabolism regulation. Among the HUB genes, only ESR1 was low—expressed in HCC and had signifi-
cance for the survival prognosis of HCC patients,and ESR1 mRNA 3’ UTR directly binds to hsa—miR—106b—5p.Logistic regression a-
nalysis found that low expression of ESR1 was the independent risk factors in the survival prognosis of HCC patients,and the construc-
ted risk prediction model had good accuracy and effectiveness.Conclusion Hsa—-miR—106b—5p regulates the low expression of ESR1
in HCC, and is not conducive to the prognosis of HCC patients,and can be used as a potential therapeutic target for HCC.
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3000 Z ' miRNAs, H o R HE 73 A 2K 4 i 2 1 A
Z LY, miRNAs 9 B2 Y)RE 2 B 5 Hir il 2
PRI%) 37 UTR 256, DT A #2238 i s ol B s S 6 A1
FIRWER

hsa—miR—-106b-5p 7E HCC DA K &5 7966 F1 'S i
LY R R v R T R s A T O e S [
UEECE N U R AN = R L AR 2 R 2
N BAR 7R R IR G i A v R e AR 2
U SR R A P o JE 5 RE 3 I 3K P A AE hsa—miR -
106b—5p /K- 2 % FH ) o BF9E K hsa—miR -
106b - 5p 5 M i E 32 1K 1 ( Estrogen Receptor 1,
ESR1) 7E HCC H £ 7E — & IR ¥E ¢ &, 1 H ESR1
TEALAE HCC NI Z iR AE (LR | O0 549 A58
P g8 45 ) b 5K AR, O 02 3F iR kA Rk
R ESR1 8ifE HCC W il 7 v & 4 1 B4
L ATECH HCC IR IRIGIT AP br &Y. {0 hsa—
miR—-106b—5p 5 ESR1 7 HCC & £ #2 i 43+
PAEEHLHE MRS

I AR Y R A e R 3 A 1 7 AR
5% hsa-miR-106b—5p 1 ESR1 7E HCC & 4= % & i
P 3 FHLH S OLAH B OCR I E HCC B H T
e V8 XL 1) 25 RIS A 76 | Ay DA A1 L Ak AF 5 42 43t
AR A IE 7 1]

1 #M¥EFZE

1.1 #H%kE I GEO B % (hitps://www.nchi.
nlm. nih. gov/geo/) F # HCC A miRNA %{ 4
GSE108724 (HA7 7 Xof JFF i 41 20 % UG JiE 1% A 488 T i
R L) , Hoh et 2 N, B S AR (58.6+
12.85) % HEAIME B E 1,

1.2 9#F &

1.2.1 %% miRNAs % #  #| ] BART (http://
igel.salk. edu: 3838/bart/ ) FU % 2 X GSE108724 %%
PEHEAT 30T, Il SOl B REOS S, B ik
(1) B AR 44 . GSE108724 5 (2) 43 #H - BT 40 g g6 4H.
ZURIIT 40 i 98 988 55 1 21 (3) T e bR P<0.05 H.
[Log FC1 =1,

1.2.2 miRNAs £ A& 5 #  F|H StarBase ( ht-
tp://starbase.sysu.edu. cn/index. php) B 24 M
PEH Y miRNAs XF HCC B4 W 2, 4 ik
(1) Pe e . miRNAs; (2) ZH 212550, T 40 i o
(@%ﬁiﬁﬁ)\ﬁ“ﬁ%ﬁﬁ%?ﬂ i) miRNAs 24 FR .

1 BEEXER

FEA YA IS @)
GSM2912551 JFF 24 g g 52 41 5 52
GSM2912552 JFF 44 e 220 5 52
GSM2912553 JFF- 40 A 5241 21 'y 62
GSM2912554 T4 s H R i’e 62
GSM2912555 T 40 M i i 5241 21 % 54
GSM2912556 JHF 44 s 2L 20 % 54
GSM2912557 JFF 24 g g 5 2R 21 5 27
GSM2912558 JTF 24 0 £ 41 3 27
GSM2912559 JFF 24 g 0 5 4 21 B 57
GSM2912560 JHF 44 e 2L 2R 5 57
GSM2912561 I 24 i g 5 2R 21 'S 67
GSM2912562 T 4 o £ 1 '8 67
GSM2912563 T 40 M i 5241 21 % 58
GSM2912564 JF 44 A 2L 20 % 58

1.2.3 miRNAs ¥2 X B 547 F|H TargetScan ( ht-
tp://www.targetscan.org/vert_72/ ) %(¥g FE X+ HCC &
FHA TS XA miRNAs SJEATHEEE R 2007, 20#7 )5
. (1) TR B AT PE TS 3] ) miRNAs 4/%%, (2) B
P AFD,

1.2.4 ¥ARGAEBEESH  FIH MetaS-
cape ( http ://metascape.org/ gp/index. html ) Z5 45 J& X}
miRNA [# 3 R 3547 3 AR K38 ( Gene Ontology ,
GO) At # L H 5 5L [ 2H A B4 45 (Kyoto Encyclo-
pedia of Genes and Genomes, KEGG) BRI,
Bk (1) AKE FEBER 44 5 (2) TEEE Rl . AF
(3) 772X : Custom Analysis; (4) J7 7% : Enrichment a-
nalysis; (5) GO fil KEGG,

1.2.5 AR ZAEML M FIH Sting (https://
string—db. org/ ) HCHE 22 X 4 5L 35 [ 3k AT 2R (1 ELAR
(‘protein—protein interaction, PP1) RJZ& 434, F5F FH
Cytoscape # {4 CytoHubba i) Degree 57k , JRHX
FERE RS RS AUTHT 5 S Hub R, e Wi ik, (1) 3
$253 47773 Multiple Proteins; ( 2) 7 i A HE RS I #2
BN 24K 5 (3) HeFE MRl AR,

1.2.6 Hub AR it F|H GEPIA (http://gepia.
cancer—pku. cn/ ) B8 ZEXF Hub & R 17 36 K e 18
HIXF HCC SBAEBUS 0. Wik (1) A
A Hub FEH 2 5 (2) £ M . Expression DIY -
Boxplot/Survival ,
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1.2.7 miRAN 5 Hub $2 AW X 2 FEUCFIA Star-
Base ( http : //starbase. sysu. edu. cn/index. php ) #(35 J&
43HT miRNAs 5%F HCC 35 15 A & X 1Y Hub 2
FER A AE B E 2 5 [A) B R TargetScan %0405 122 43 A
miRNA 5 Hub $8JEHf) mRNA 9 3 UTR %5 & 1%
B,

1.2.8 ESR1 5 HCC &4 5 R454EX & M cBio-
Portal ( http://www. chioportal. org/) # #& & T 2%
ESR1 mRNA 7E HCC H YA i K HAT 5G9 i R 5%
B AW R 239 TNM 230 3 DL R B )
ESR1 mRNA FIA{E & TR w2k gl (K T4
RN RERIRA . J7ik: (1) B SE . HCC; (2)
HRHELES A ESRL; (3) F# ESRI mRNA RI5%L
PEFIAHNLRY HCC S b RECE 5 (4) X5 T 2 o dia
HEATEEI AT

1.3 itz FIH SPSS 19.0 Fxd i F i
e RS AT 34, THECSTREI () BUHE (%) $
R BRI R AT R 7R ; Logistics [ A7 B F
Srir HCC BB FH BUR BRI 2 R 4.0.4 HILUHG
HCC 5 BUE WU F1 2k P LR JF ] C~index |
1 HE il 28 ( Calibration Curve, CC) A1 8 3% il £k 40 #r
( Decision Curve Analysis, DCA) Fl15Z2 4% T /ERH1E
( Receiver operating characteristics , ROC) {1k T 1 X
(Area Under Curve, AUC) PEA P ASE 26U () o Ay 1 1
AR VL P<0.05 NAGEE 2R,

2 R

2.1 #7 miRNAs 2% BART 4 )543 b7 45 5 i
AL (B 1A) S E (B 1B ) | 3 i i e 2
%% hsa—miR-375 .hsa—miR-93-5p .hsa—miR—106b
~5p hsa—miR-3188 Fll hsa—miR-3651 HAFF4 5
%) miRNAs,,

1 GSE108724 HEAER
EACKLE(BAFTEEREAEAR e REASEAALAR K&
REMAZ AR ;BB (A FRESREAHK, EERKAHCC &
#,FEREER B

2.2 miRNAs A ARG M4 R StarBase B ¥
IYPrEE R R, R hsa—miR-106b-5p % HCC
HIEFTUR A BEE X (P=0.019) JF HHEE
KA R HCC B I AEAF B i), iF—25
3BT hsa—miR—106b—5p 7E HCC H YKk, B H
76 HCC "h #2835, i hsa-miR-106b-5p A #| T
HCC BEMAAAH)E ., WK 2,

B2 miRNA g 5&RIESH
;A hsa-miR-93-5p )5 ; B: hsa—miR-375 )5 ; C: hsa-miR
-3188 & ;D:hsa-miR-3651 /& ; E; hsa—miR - 106b—5p & ; F:
hsa-miR-106b-5p & ik

2.3 miRNAs £ X BOHER i THiERN miRNA
H1 HUA hsa—miR-106b—5p % HCC B3 A7 Wia
A RERE X, HILHH TargetScan K ¢ ¥ — 25 43
PR A5 3] 644 PMHREE

24 RABRIRFAREELIIER  MetaScape
A3 Hr 4 J B 78 hsa — miR - 106b — 5p 1Y #8351
KEGG 2 & 4 7F Rapl 15 5 18 % . MAPK 5 53l
B JE {7 0 R Y T 40 22 e P A -
GO B AR B I A R B R AR A
Ras GTPase 454 . RNA AR 1T 74 X35 R 55
DNA 255 F 53 it AU 2k 7 i ARURIG ) 42 45 1) g
LA 3,
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B3 $EEAR GO 1 KEGC EES
:A:G0;B.KEGG

2.5 PPIfeHub AR it R FIH Sting /EL 5
Mr T HXTFOEL N HEAT PPT 231 (1l 4A) , FRAIHT Cy-
toscape {4 CytoHubba ffi{4:#%) Degree .15 | AR HUE%
PR e = B AT 5 4 Hub JE A MAPKI ,STAT3 , CC-
ND1 ESR1 #1 ITPKB( [& 4B 18 4C) .,

B4 ¥BERMPPIRE HUB EE
JE:A:PPI;B.:HUB A4 B

2.6 Hub AESHLER  StarBase B FE /45 R
7R ,5 A~ Hub 2K i HAT ESR1 A1 MAPK1 X HCC
BE RS A W, HESRI iK%
IEAFITF HCC B EAFHUS , I MAPK1 & 3Rk A
AT HCC B SR EfRUS . WE S,

5 HUB EREZE HCC mpyRiEEWE
7Z:A:ESR1;B:MAPKI1;C.ITPKB;D:STAT3;E;CCNDI
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2.7 miRNAs 53X B X & i T miRNA 5§05 H xro4%

MR R  MAE 5 4~ Hub EFE A, B ESR1 i RS E A BEME ](n) & (n%)
JEARSRIR HX HCC S FH A A PR A L, It — Wik EEOE KN E 1 2 0.6
5T hsa—miR-106b—5p HHILFEL A ESR1 L&, TMA 2 163 467
FIIH StarBase %48 2 73 145 5 1 /R hsa—miR—106b— LYNTE 3 -ESUN 314 4
Sp SHLIEN ESR1 B35 U6, IF HLRA 22588 X A 4o s
(&l 6A) , TargetScan 0¥ J& 43 #F i 7~ hsa—miR - Grade Gl ! » 12.9
106b-5p B 5 ESR1 mRNA [ 3'UTR 454, & gi i 3? :j;
ESR1 #5¢J5 )R 5 K7 (1# 6B) . 4 4B 37
Stage Stagel 1 172 49.3
Stage2 2 86 24.6
Stage3 3 3 0.9
Stage3A 4 65 18.6
Stage3B 5 9 2.6
Stage3C 6 8 2.3
Stage4 7 6 1.7
Stage_M MO 0 266 76.2
M1 1 4 1.1
MX 2 79 22.6
Stage_N NO 0 256 73.4
N1 1 3 0.9
NX 2 90 25.8
Stage_T TO 0 1 0.3
T1 1 174 49.9
T2 2 88 25.2
B 6 hsa-miR-106h-5p 5 ESR1 A3 1 5 £ & G - R
A RBRE B & A ST A
T3B 5 7 2
2.8 ESR1 & HCC X B AMEAELSH N T4 6 10 29
cBioPortal %4 4 2% 349 1] HCC 2 2 I K % ) R iﬁ 0 232 665
(%£2), BHEZ R EY SR A 1 et L7 %63

7| Stage Stage_T S5FhK I 520 HCC B E A=A
7| Stage ,Stage_T 5% 8. 35 52 10 FHEAET 7 MEES N

Ji (P<0.05) (R 3) s FIHH AT Z AR Logistic [7] —
Uﬂéﬁﬁkfﬂl,ﬁ ESR1 AR MG HCC BE 17 I RFFIE  TRAE EET?’U(%?EE il (n) X P
5 BT 52 I 2 (£ 4) ; H Hosmer & Lemeshow

ESR1 1 103 71 174 8253 0.004
WAL E R I H M 9.47(P=0.304>0.05) , H ROC s 9 46 175
M T AUC 2 0.703 (& 7). A 38 31 9.16  0.027
e 2 94 41 135
®2 BGANE 3 112 60 172
I A AIE | WAE fl(n) dilh(n%) 4 3 3 11
ESR1 K&k 1 174 499 el 1 167 71 238 4578  0.032
FRIA 2175 50.1 2 65 46 111
5 5 1 238 682 Stage 1 129 43 172 22209 0.001
e 2111 31.8 2 60 26 86
4Bt <40 1 31 8.9 3 1 2 3
=40, <60 2 135 387 4 31 34 65
=60, <80 30172 493 5 9
=80 4 1 3.2 6 8
7
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RIgx
WRET B ey P
A T

Grade 1 2 13 45 061  0.8%
2 112 58 170
3 80 41 121
4 8 5 13

Stage. M 0 183 83 266 4889  0.087
1 1 3 4
2 48 31 79

Stage. N 0 172 84 256 0225  0.894
1 2 1 3
2 8 32 90

Stage. T 0 1 0 1 24561 0.000
1 129 45 174
2 62 26 88
3 17 24 41
4 16 12 28
5 4 3 7
6 3 7 10

i 1 2 0 2 9.907  0.019
2 121 4 163
3 9 5 14
4 100 70 170

x4 BEE Logistic BIFNHT

95% CI
WRASE B S.E, Was df P HR ’

TR LR

ESR1 -0.695 0.254 7.487 1 0.006 0.499 0.303 0.821

I 0.37 0.183 4.079 1 0.043 1.447 1.011 2.072

PER 0.093 0.265 0.123 1 0.726 1.097 0.653 1.846

Stage 0.221 0.164 1.821 1 0.177 1.248 0.905 1.721

Stage T 0.109 0.193 0.315 1 0.575 1.115 0.763 1.629
1

Fifrjik 0.318 0.134 5.663 0.017 1.374 1.058 1.786

2.9 HCC Res ZERRBERGHRE HETZH
% Logistic [AHAA A GE 1127 5 LR Fadn , f

HCC B A= 17 70 AU 371 26 R i A 7 2% B 5k
B ESR1 IR k%0 R #35 HCC BB BET R = ; B
# HCC BF AW A3 0, FLFET AR B /57 ; 25 P Ep
S N/ BRI N 4 2 i e R HCC B E HFET
JUBSHAEG , 117 FASET XU e (1 8)

B 7 ESRI FiU#IZRR ROC Lk

B8 HCC BEW/ERK L E TR

2.10 A& & EBAARE RN FIH C-index,
KeE 2 (CC) (PRIt 73 ik (DCA) 121 T
YERFE (ROC ) [ 4 %8 JXURS: 10 000 A5 80 0 47 PP A, 4%
S RFH C—index 2 0.729; CC 43 #7 & B H UM {H
RN EAEE — (K 9 A); DCA H3Rz5EH M
2% ~83% , 2 (65% ~66% ) A (T1% ~72%) (&l 9
B);ROC £k F AL AUC 4 0.709(& 9 C) .,

9 FMEBTEMR
E A RCE# % ;B DCA;C:ROC
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3 e IT 842 X5 45 57 DNA 254 Aoy A i 72 19
JTE

HCC J2& A BRI B 4 & 0 R A8 T 3R 34 4 i 1Y)
e 1 BRI 2R R R R R R X
HCC B B2 Aa 7 A — & 35 By, JF B A 1 24
Yyl AN A — BB AR HCC BE Y
AT 0 HCC MR &R AMIET R85,
U, BB HCC &A= & S I 73 F I FEHLE], X F HCC
G RIS W R T B B2

WEL 2R 37 1K (Estrogen Receptor, ER) & 4% % 1k
M A% W B 5L, LW AL AL FE ESR1 A
ESR2, HH ESRI T A 6 Sk I, &—FfiE
I BTt A, 4 B 09 2 1 B2 T A i v, il
ESR2 JE B [A] 5 — R Rl 52 98 — R 4K ; ESR1 (ERav)
A JE—FPEC AR 1 5% S R, 2 R LA R R 2
A DNA L5484 FIC PR BTG 0 5% S IR P 4L, 24
S WU R R E PR PR 3R 2 A TR T LA 7 A A I
W AT ESR1 AT A S Al 3k R A
BN A 3 A% e LI T SE R4S & )5
AR P A A P A DG I T AR 5 e S,
MAPK/ERK F1 PI13-K/AKT 15 5 i %, M 1fij 38 58 41
s A RE 7, ANF) T AE R AR A7 L e ORI A
AR — SR A M HE R Z IR MG 5 iR
MR 4 5N 2K ESRI 456 5 B H
FREDEEDH %L 5%, T ESR1 {E HCC JE At 72 v Y
P AL ] B s A N A ST, R, B 5T
ESR1 7E HCC " AS/E FHBLHI BOof 8835 B A= A7 15 5
i) HLA B2 S,

AMWFFER AR WIE B 2410 0 B HCC 4128
) miRNAs f 5 ¥E L YA B C R . hsa—miR -
106b—5p X} HCC B H WA fFHls A B E gt
S I HAE HCC 809 W 3w Rk, Af T
HCC BHMAEAFTG . hsa—miR-106b-5p 13 A
() KEGG 3 [ 32 22 5 45 7F Rapl {5 5l \MAPK {5
S T (R S R Y T A 2 RE TR S
A Tk S S IR 1 R A R R IR G
Horp Rapl {5 53 B UESEAE HCC H A2 2F 93 4 i 1)
WIEARZE, AR T HCC B W AEFHE . 5
FAFFE I MAPK {55538 f§ 1) 5 % 16 L 5 HCC 1)
RA R RN R B DI AH G, & HCC YR YT K s i
Wi ey TS GO IIRE RS A2
PRTE IR 2 B2 1 6 . Ras GTPase %454 \RNA B4 i

TR 42 46 I T 3 6 Ty 8 1, 5 g 1) & A= R b
YA AE 2 VIAH G, R, hsa—miR—106b—5p 40
EEW eSS HCC WIE S 2 , IF7E HCC TE it
P32 HoR e

T — 43 Hr hsa—miR-106b—5p 1 FE K]
Z: 5 HCC B U IAFE BT S 15 B X, AW 58 SXGE
it PP IZ& 43T, JFEAT HUB 3 R A9 B 12 , Be 2445
F7E HCC P RF A B A A HUG A W E B L
[ ESR1 FEP 8 %5 ESR1 B I AR AH ¢ B8 RHE A
A3, I i RS 5] 4% T J D A 7Y ) BRI R R 1Y
ESR1 /& HCC A TR a7 fa e &, W3 46
BEVEARW, A5E LS4 40 ESRT BF
FER I, HAR ek 2 7L i B A6 A 4 0 i A ST 5%
M R0 A 2R R R ESR I AFSY AR,
HEREASEE RGBS Wik,
ESR1 T8 Uk B 7E 2 i g (9 T it 78 M 83 s
D5 T K AE AR 3 H ESR1 % P 5848 %ot 7L AR
FRIRIT IR P 2 7 A T e A R R
AN AT WFFE 2 W] ESR1 5L [N 22 25 M 15 Uk el 46
25 ) T 4 22 I W1 v T VRIS A A A )
KA AT REAEAE DRI

7M1 hsa-miR-106b-5p 5 ESR1 7 HCC H1 1
YEFAMLI K O R KRB, Wi Z RIAEAE SR A O, I
HEABER 258 L, M HAFFREER BN hsa-
miR-106b-5p £ HCC A hm £k, W HES
ESR1 mRNA /9 3, UTR 254G, DTl & 442 8 g o8 ) il
H: mRNA #9261k, i, hsa—miR-106b-5p 7£ HCC
F AR e AR PP E S TR ESRI Y2636 5 M B 2 19 A=
FETE , AT RS HCC W7ERIRIT M . X 5wl )L
T T hsa—miR—106b—5p 7& I I8 v B A 5% 4% SR 4%
—3,

ZE LR i KA 70 H7 &K hsa—miR-106b
=5p £ HCC i ak, AR T HRENEFTG,
[ A5 % B hsa—miR - 106b - 5p W] BE i i3 4 4% ESR1
FRIE NI SEME HCC JBF P AEFTR o Beah, KU
B2 [P 13T 0 A 76 43 A 23 SR Al 6 B ESR1 IR # Ik 1Y
HCC B A A7 T e AUBS: B 05, 2 S8 10U i o7 s
B ER . BRI — RGN B 5B gl SR i ™ 4 ) %
BEMER O E IEAS Y (H FUR S F TS AT
E— 20 (8 At S50 AN PR 58 0E 52, A e T8 4 1 1
FHENIE RS e,
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